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=] An abbreviated version of this protocol was published in eLIFE in Mar 2022 
Sampling alternative conformational states of transporters and receptors with AlphaFold2 


DOI: 10.7554/eLife.75751 


Detailed protocol 


This is a GoogleDrive link to our working folder with scripts and models. 
https://drive.google.com/drive/folders/1 Q6JGvXSEa-W3WrVioZ-gitA4F uvT9FkF ?usp=share_link 
How to cite:(Readers should cite both the Bio-protocol preprint and the original research article where this protocol was used) 
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